
SEQUENCE LISTING 





< 1 1 0 :\ LITTLE , MELVYN 

IPRIYANOV, SERGEY 
M&LDENHAUER, GERHARD 
DEOTSCHES KREBSFORSCHUNGSZEUTRUM 

<12 0> MUTATED OKT3 AT I BODY 



<130> 03528004N7US00 

<140> 09/424,70 
<141> 2000-06-02 

<150> PCT/DE98/0140 
<151> 1998-05-22 

<160> 7 

<170> FastSEQ for Windows \fers ion 4.0 

<210> 1 
<211> 909 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (28) . . 

<400> 1 

gaattcatta aagaggagaa attaacc atg aaa t^c eta ttg cct acg gca gec 

Met Lys Tyrv Leu Leu Pro Thr Ala Ala 

1 \ 5 

get ggc ttg ctg ctg ctg gca get cag ccg gee atg gcg cag gtg cag 
Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 
10 15 20 \ 25 



ctg cag cag tct ggg get gaa ctg gca aga cct ggg gc 
Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly 
30 35 



tea gtg aag 
Ser Val Lys 
40 



atg tec tgc aag get tct ggc tac acc ttt act agg tac adg atg cac 

Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg' Tyr Thr\Met His 

45 50 55 

tgg gta aaa cag agg cct gga cag ggt ctg gaa tgg att gga ta^ att 

Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly TyAlle 

60 65 70 

aat cct age cgt ggt tat act aat tac aat ca|g aag ttc aag gac 

Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Glh Lys Phe Lys Asp Lys 

75 80 85 



54 



102 



150 



198 



246 



294 
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gcc aca ttg act aca gac aaa tec tec age aca gec tac atg caa ctg 342 
Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu 
90 95 100 105 

age age ctg aca tct gag gac tct gca gtc tat tac tgt gca aga tat 390 
Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Arg Tyr 
110 115 120 

tat gat gat cat tac age ctt gac tac tgg ggc caa ggc acc act etc 43 8 

Tyr Asp Asp His Tyr Ser Leu Asp Tyr Trp Gly Gin Gly Thr Thr Leu 
125 130 135 

aca gtc tec tea gcc aaa aca aca ccc aag ctt gaa gaa ggt gaa ttt 486 
Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu Glu Glu Gly Glu Phe 
140 145 150 

tea gaa gca cgc gta gat ate gtg etc act cag tct cca gca ate atg 534 
Ser Glu Ala Arg Val Asp lie Val Leu Thr Gin Ser Pro Ala lie Met 
155 160 165 

tct gca tct cca ggg gag aag gtc acc atg acc tgc agt gcc age tea 582 
Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser 
170 175 180 185 

agt gta agt tac atg aac tgg tac cag cag aag tea ggc acc tec ccc 63 0 

Ser Val Ser Tyr Met Asn Trp Tyr Gin Gin Lys Ser Gly Thr Ser Pro 
190 195 200 

aaa aga tgg att tat gac aca tec aaa ctg get tct gga gtc cct get 678 
Lys Arg Trp lie Tyr Asp Thr Ser Lys Leu Ala Ser Gly Val Pro Ala 
205 210 215 

cac ttc agg ggc agt ggg tct ggg acc tct tac tct etc aca ate age 726 
His Phe Arg Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr lie Ser 
220 225 230 

ggc atg gag get gaa gat get gcc act tat tac tgc cag cag tgg agt 774 
Gly Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Trp Ser 
235 240 245 

agt aac cca ttc acg ttc ggc teg ggg aca aag ttg gaa ata aac egg 822 
Ser Asn Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Asn Arg 
250 255 260 265 

get gat act gca cca act gga tec gaa caa aag ctg ate tea gaa gaa 870 
Ala Asp Thr Ala Pro Thr Gly Ser Glu Gin Lys Leu lie Ser Glu Glu 
270 275 280 

gac eta aac tea cat cac cat cac cat cac taatctaga 909 
Asp Leu Asn Ser His His His His His His 
285 290 



<210> 2 

<211> 291 

<212> PRT 

<213> Homo sapiens 
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<400> 2 



Met 


Lys 


Tvr 


Leu 


Leu 


Pro 


Thr 


Ala 


Ala 


Ala 


Gly 


Leu 


Leu 


Leu 


Leu 


Ala 










5 










10 










15 




Ala 


Gin 


Pro 


Ala 


Met 


Ala 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Ser 


Gly 


Ala 


Glu 








20 










25 










30 






Leu. 


Ala 




Pro 


Glv 


Ala 


Ser 


Val 


Lys 


Met 


Ser 


Cys 


Lys 


Ala 


Ser 


Glv 






35 










40 - 










45 








Tvr 

2 


Thr 


Phe 


Thr 


Arcr 


Tvr 


Thr 


Met 


His 


Trp 


Val 


LVS 


Gin 


Ara 


Pro 


Gly 




50 










55 










60 










Gin 


Glv 


Leu 


Glu 


Trp 


He 


Gly Tyr 


He 


Asn 


Pro 


Ser 


Arg 


Gly 


Tyr 


Thr 


65 










70 










75 










80 


Asn 


Tvr 


Asn 


Gin 


Lvs 


Phe 


Lys 


Asp 


Lvs 


Ala 


Thr 


Leu 


Thr 


Thr 


Asp 


Lys 

2 ^ 










85 










90 










95 




Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 


Met 


Gin 


Leu 


Ser 


Ser 


Leu 


Thr 


Ser 


Glu 


Asp 








100 










105 










110 






Ser 


Ala 


Val 


Tvr 


Tvr 
2 


Cys 


Ala 


Arg 


Tvr 

2 


Tvr 


Asp 


Asp 


His 


Tvr 

2 


Ser 


Leu 






115 










120 










125 








Asp 


Tvr 

2 


Trp 


Gly 


Gin 


Gly Thr Thr 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 


Lys 


Thr 




130 










135 










140 










Thr 


Pro 


Lys 


Leu 


Glu 


Glu Gly Glu 


Phe 


Ser 


Glu 


Ala 


Ara 


Val 


Asp 


He 


145 










150 










155 










160 


Val 


Leu 


Thr 


Gin 


Ser 


Pro 


Ala 


He 


Met 


Ser 


Ala 


Ser 


Pro 


Glv 


Glu 


Lys 










165 










170 










175 




Val 


Thr 


Met 


Thr 


Cys 


Ser 


Ala 


Ser 


Ser 


Ser 


Val 


Ser 


Tvr 


Met 


Asn 


Trp 








180 










185 










190 






Tvr 


Gin 


Gin 


Lys 


Ser 


Gly Thr 


Ser 


Pro 


Lys 


Arcr 


TrD 


He 


Tvr 

2 


Asp 


Thr 






195 










200 










205 








Ser 


Lys 


Leu 


Ala 


Ser 


Gly Val 


Pro 


Ala 


His 


Phe 


Arg 


Glv 


Ser 


Glv 


Ser 




O 1 o 










215 










0 1 o 










Gly 


Thr 


Ser 


Tyr 


Ser 


Leu 


Thr 


He 


Ser 


Gly 


Met 


Glu 


Ala 


Glu 


Asp 


Ala 


225 










230 










235 










240 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Trp 


Ser 


Ser 


Asn 


Pro 


Phe 


Thr 


Phe 


Gly 










245 










250 










255 




Ser 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Asn 


Arg 


Ala 


Asp 


Thr 


Ala 


Pro 


Thr 


Gly 








260 










265 










270 






Ser 


Glu 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 


Leu 


Asn 


Ser 


His 


His 


His 






275 










280 










285 









His His His 



290 

<210> 3 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . . (897) 

<400> 3 

gaattcatta aagaggagaa attaacc atg aaa tac Qta ttg cct acg gca gcc 54 

Met Lys Tyr Leu Leu Pro Thr Ala Ala 
1 5 

get ggc ttg ctg ctg ctg gca get cag ccg gcc atg gcg cag gtg cag 102 
Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 



3/8 



10 



15 



20 



25 



ctg cag cag tct ggg get gaa ctg gca aga cct ggg gec tea gtg aag 150 
Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala Ser Val Lys 
30 35 40 

atg tec tgc aag get tct ggc tac ace ttt act agg tac acg atg cac 198 
Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met His 
45 50 55 

tgg gta aaa cag agg cct gga cag ggt ctg gaa tgg att gga tac att 246 
Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Tyr lie 
60 65 70 

aat cct age cgt ggt tat act aat tac aat cag aag ttc aag gac aag 2 94 

Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin Lys Phe Lys Asp Lys 
75 80 85 

gac aag gee aca ttg act aca gac aaa tec tec age aca gee tac atg 342 
Asp Lys Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr Met 
90 95 100 105 

caa ctg age age ctg aca tct gag gac tct gca gtc tat tac tgt gca 390 
Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala 
110 115 120 

aga tat tat gat gat cat tac age ctt gac tac tgg ggc caa ggc ace 43 8 

Arg Tyr Tyr Asp Asp His Tyr Ser Leu Asp Tyr Trp Gly Gin Gly Thr 
125 130 135 

act etc aca gtc tec tea gee aaa aca aca ccc aag ctt ggc ggt gat 486 
Thr Leu Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu Gly Gly Asp 
140 145 150 

ate ttg etc acc caa act cca get tct ttg get gtg tct eta ggg cag 534 
lie Leu Leu Thr Gin Thr Pro Ala Ser Leu Ala Val Ser Leu Gly Gin 
155 160 165 

agg gee acc ate tec tgc aag gee age caa agt gtt gat tat gat ggt 582 
Arg Ala Thr lie Ser Cys Lys Ala Ser Gin Ser Val Asp Tyr Asp Gly 
170 175 180 185 

gat agt tat ttg aac tgg tac caa cag att cca gga cag cca ccc aaa 63 0 

Asp Ser Tyr Leu Asn Trp Tyr Gin Gin lie Pro Gly Gin Pro Pro Lys 
190 195 200 

etc etc ate tat gat gca tec aat eta gtt tct ggg ate cca ccc agg 678 
Leu Leu lie Tyr Asp Ala Ser Asn Leu Val Ser Gly lie Pro Pro Arg 
205 210 215 

ttt agt ggc agt ggg tct ggg aca gac ttc acc etc aac ate cat cct 72 6 

Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr t Leu Asn lie His Pro 
220 225 ' 230 

gtg gag aag gtg gat get gca acc tat cac tgt cag caa agt act gag 774 
Val Glu Lys Val Asp Ala Ala Thr Tyr His Cys Gin Gin Ser Thr Glu 
235 240 245 
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gat ccg tgg acg ttc ggt gga ggc acc aag ctg gaa ate aaa egg get 822 
Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Arg Ala 
250 255 260 265 



gat get gcg gee get gga tec gaa caa aag ctg ate tea gaa gaa gac 870 
Asp Ala Ala Ala Ala Gly Ser Glu Gin Lys Leu lie Ser Glu Glu Asp 
270 275 280 

eta aac tea cat cac cat cac cat cac taaagatct 906 
Leu Asn Ser His His His His His His 
285 290 



<210> 4 
<211> 290 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Mpf 

nc u 




TVr 




T •^l i 


Pro 


Thr 


Ala 


J. 








c 

o 








Al a 


Gin 


Prn 


Ala 




Ala 


Gin 


Val 








z u 










T.^i i 
uc u. 


Ala 


Arg 


r A- \j 


m v 

o -L y 


Ala 


Ser 


Val 
















40 


Tvt 


Thr 


Phe 


Thr 


Arg 


Tyr 


Thr 


Met 




•J V 










55 




m n 


\j±. y 




VJ J. Lt 


irp 


He Gly Tyr 


O O 










70 






Asn 


Tyr 


Asn 


bin 


Lys 


Phe 


Lys 


Asp 










85 








Asp 


Lys 


Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 








100 










Glu 


Asp 


Ser 


Ala 


Val 


Tyr 


Tyr 


Cys 






115 










120 


Ser 


Leu 


Asp 


Tyr 


Trp 


Gly Gin Gly 




130 










135 




Lys 


Thr 


Thr 


Pro 


Lys 


Leu Gly Gly 


145 










150 






Ala 


Ser 


Leu 


Ala 


Val 


Ser 


Leu 


Gly 










165 








Ala 


Ser 


Gin 


Ser 


Val 


Asp 


Tyr 


Asp 








180 










Gin 


Gin 


He 


Pro 


Gly 


Gin 


Pro 


Pro 






195 










200 


Asn 


Leu 


Val 


Ser 


Gly 


He 


Pro 


Pro 




210 










215 




Thr 


Asp 


Phe 


Thr 


Leu 


Asn 


He 


His 


225 










230 






Thr 


Tyr 


His 


Cys 


Gin 


Gin 


Ser 


Thr 










245 








Gly 


Thr 


Lys 


Leu 


Glu 


He 


Lys 


Arg 








260 










Glu 


Gin 


Lys 


Leu 


He 


Ser 


Glu 


Glu 






275 










280 


His 


His 















Ala 


Ala 


Gly 


Leu 


Leu 


Leu 


Leu 


Ala 




10 










15 




Gin 


Leu 


Gin 


Gin 


Ser 


Gly Ala 


Glu 












30 






Lys 


Met 


Ser 


Cys 


Lys 


Ala 


Ser 


Glv 










45 








His 


Trp 


Val 


Lys 


Gin 


Arg 


Pro 


Glv 








60 










He 


Asn 


Pro 


Ser Arg 


Gly Tyr 


Thr 






75 










80 


Lys 


Asp 


Lys 


Ala 


Thr 


Leu 


Thr 


Thr 




90 










95 




Met 


Gin 


Leu 


Ser 


Ser 


Leu 


Thr 


Ser 


105 










110 






Ala 


Arg 


Tyr 


Tyr 


Asp 


Asp 


His 


Tyr 










125 








Thr 


Thr 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 








140 










Asp 


He 


Leu 


Leu 


Thr 


Gin 


Thr 


Pro 






155 










160 


Gin 


Arg Ala 


Thr 


He 


Ser 


Cys 


Lys 




170 










175 




Gly 


Asp 


Ser 


Tyr 


Leu 


Asn 


Trp 


Tyr 


185 










190 






Lys 


Leu 


Leu 


He 


Tyr 


Asp 


Ala 


Ser 










205 








Arg 


Phe 


Ser 


Gly Ser 


Gly Ser 


Gly 








220 








Pro 


Val 


Glu 


Lys 


Val 


Asp Ala 


Ala 






235 










240 


Glu 


Asp 


Pro 


Trp 


Thr 


Phe 


Gly 


Gly 




250 










255 




Ala 


Asp 


Ala 


Ala 


Ala 


Ala Gly 


Ser 


265 










270 






Asp 


Leu 


Asn 


Ser 


His 


His 


His 


His 



285 
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<210> 5 
<211> 900 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (28) . . . (891) 
<400> 5 

agatctatta aagaggagaa attaacc atg aaa tac eta ttg cct acg gca gc 

Met Lys Tyr Leu Leu Pro Thr Ala Al 
1 5 

get ggc ttg ctg ctg ctg gca get cag ccg gec atg gcg cag gtg cag 
Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 
10 15 20 25 

ctg cag cag tct ggg get gag ctg gtg agg cct ggg tec tea gtg aag 
Leu Gin Gin Ser Gly Ala Glu Leu Val Arg Pro Gly Ser Ser Val Lys 
30 35 40 

att tec tgc aag get tct ggc tat gca ttc agt age tac tgg atg aac 
lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Tyr Trp Met Asn 
45 50 55 

t99 9tg aa 9 ca 9 a 99 cct 99 a ca 9 99t ctt 9 a 9 ^99 att 99 a ca 9 att 
Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Gin lie 
60 65 70 

tgg cct gga gat ggt gat act aac tac aat gga aag ttc aag ggt aaa 
Trp Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys Gly Lys 
75 80 85 

gec act ctg act gca gac gaa tec tec age aca gee tac atg caa etc 
Ala Thr Leu Thr Ala Asp Glu Ser Ser Ser Thr Ala Tyr Met Gin Leu 
90 95 100 105 

age age eta gca tct gag gac tct gcg gtc tat ttc tgt gca aga egg 
Ser Ser Leu Ala Ser Glu Asp Ser Ala Val Tyr Phe Cys Ala Arg Arg 
110 115 120 

gag act acg acg gta ggc cgt tat tac tat get atg gac tac tgg ggt 
Glu Thr Thr Thr Val Gly Arg Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly 
125 130 135 

caa gga ace tea gtc acc gtc tec tea gec aaa aca aca ccc aag ctt 
Gin Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu 
140 145 150 

99c ggt gat ate gtg etc act cag tct cca gca ate atg tct gca tc.t 
Gly Gly Asp lie Val Leu Thr Gin Ser Pro Ala lie Met Ser Ala Ser 
155 160 165 

cca ggg gag aag gtc acc atg acc tgc agt gee age tea agt gta agt 
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Pro 


Gly 


Glu 


Lys 


Val 


Thr 


Met 


Thr 


Cys 


Ser 


Ala 


Ser 


Ser 


Ser 


Val 


Ser 


170 










175 










180 










185 


tac 


atg 


aac 


tgg 


tac 


cag 


cag 


aag 


tea 


ggc 


ace 


tec 


ccc 


aaa 


aga 


tgg 


Tyr 


Met 


Asn 


Trp 


Tyr 


Gin 


Gin 


Lys 


Ser 


Gly Thr Ser 


Pro 


Lys 


Arg 


Trp 










190 










195 










200 




att 


tat 


gac 


aca 


tec 


aaa 


ctg 


get 


tct 


gga 


gtc 


cct 


get 


cac 


ttc 


agg 


He 


Tyr 


Asp 


Thr 


Ser 


Lys 


Leu 


Ala 


Ser 


Gly Val 


Pro 


Ala 


His 


Phe 


Arg 








205 










210 










215 






ggc 


agt 


ggg 


tct 


ggg 


ace 


tct 


tac 


tct 


etc 


aca 


ate 


age 


ggc 


atg 


gag 


Gly 


Ser 


Gly 


Ser 


Gly 


Thr 


Ser 


Tyr 


Ser 


Leu 


Thr 


He 


Ser 


Gly Met 


Glu 






220 










225 










230 








get 


gaa 


gat 


get 


gee 


act 


tat 


tac 


tgc 


cag 


cag 


tgg 


agt 


agt 


aac 


cca 


Ala 


Glu 


Asp 


Ala 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin 


Gin 


Trp 


Ser 


Ser 


Asn 


Pro 




235 










240 










245 










ttc 


acg 


ttc 


ggc 


teg 


ggg 


aca 


aag 


ttg 


gaa 


ata 


aac 


egg 


get 


y ct l. 


act 


Phe 


Thr 


Phe 


Gly 


Ser 


Gly 


Thr 


Lys 


Leu 


Glu 


He 


Asn Arg 


Ala 


Acn 


Thr 


250 










255 










260 










265 


gca 


cca 


act 


gga 


tec 


gaa 


caa 


aag 


ctg 


ate 


tea 


gaa 


gaa 


gac 


eta 


aac 


Ala 


Pro 


Thr 


Glv 


Ser 


Glu 


Gin 


Lys 


Leu 


He 


Ser Glu Glu Asp 


Leu 


Asn 










270 










275 










280 




tea 


cat 


cac 


pa \- 


LdL 




O CL l_. 


taatctaga 














Ser 


His 


His 


IT-,' a 


n. J. o 


His 


His 


























285 


























<210> 6 






























<211> 288 




























<212> PRT 




























<213> Homo sapiens 
























<400> 6 






























Met 


Lys 


Tyr 


Leu 


Leu 


Pro 


Thr 


Ala 


Ala 


Ala Gly Leu 


Leu 


Leu 


Leu 


Ala 


1 








5 










10 










15 




Ala 


Gin 


Pro 


Ala 


Met 


Ala 


Gin 


Val 


Gin 


Leu 


Gin 


Gin 


Ser Gly Ala 


Glu 








20 










25 










30 






Leu 


Val 


Arg 


Pro 


Gly 


Ser 


Ser 


Val 


Lys 


He 


Ser 


Cys 


Lys 


Ala 


Ser 


Glv 






35 










40 










45 








Tyr 


Ala 


Phe 


Ser 


Ser 


Tvr 


Trn 
AL P 


Met 


Asn 


Trp 


Val 


Lys 


Gin 


Arg 


Pro 


Glv 




50 










55 










60 










Gin 


Gly 


Leu 


Glu 


Trp 


He 


Glv 


Gin 


He 


Trp 


Pro Gly Asp Gly Asp 


Thr 


65 










70 










75 










80 


Asn 


Tyr 


Asn 


Gly 


Lys 


Phe 


Lys 


Gly 


Lys 


Ala 


Thr 


Leu 


Thr 


Ala 


Asp 


Glu 










85 










90 










95 




Ser 


Ser 


Ser 


Thr 


Ala 


Tvr 


Met 


Gin 


Leu 


Ser 


Ser 


Leu 


Ala 


Ser 


Glu 


Asp 








100 










105 




* 






110 






Ser 


Ala 


Val 


Tyr 


Phe 


Cys 


Ala 


Arg 


Arg 


Glu Thr 


Thr 


Thr 


Val 


Gly Arg 






115 










120 










125 








Tyr 


Tyr 


Tyr 


Ala 


Met 


Asp 


Tyr 


Trp 


Gly 


Gin Gly Thr 


Ser 


Val 


Thr 


Val 




130 










135 










140 










Ser 


Ser 


Ala 


Lys 


Thr 


Thr 


Pro 


Lys 


Leu 


Gly Gly Asp 


He 


Val 


Leu 


Thr 
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145 










150 






155 






160 


Gin 


Ser 


Pro 


Ala 


He 


Met 


Ser 


Ala 


Ser Pro Gly Glu Lys 


Val 


Thr 


Met 


















170 




175 




Thr 


Cys 


Ser 


Ala 


Ser 


Ser 


Ser 


Val 


Ser Tyr Met Asn Trp 


Tyr 


Gin 


Gin 








i fin 










185 


190 






Lys 


Ser 


Glv 


Thr 


Ser 


Pro 


Lys 


Arg 


Trp He Tyr Asp Thr 


Ser 


Lys 


Leu 






j. ^ -J 










200 


205 










Ser 


Glv 


Val 


Pro 


Ala 


His 


Phe Arg Gly Ser Gly Ser Gly Thr 


Ser 




910 










215 




220 








lyr 


OCl 


Leu 


Thr 


He 


Ser Gly Met 


Glu Ala Glu Asp Ala 


Ala 


Thr 


Tyr 












230 






235 






240 


Tyr 


Cys 


Gin 


Gin 


Trp 


Ser 


Ser 


Asn 


Pro Phe Thr Phe Gly 


Ser 


Gly Thr 










245 








250 




255 




Lys 


Leu 


Glu 


He 


Asn 


Arg 


Ala 


Asp 


Thr Ala Pro Thr Gly 


Ser 


Glu 


Gin 








260 










265 


270 






Lys 


Leu 


He 


Ser 


Glu 


Glu 


Asp 


Leu 


Asn Ser His His His 


His 


His 


His 






275 










280 


285 









<210> 7 

<211> 24 

<212> DNA 

<213> Homo sapiens 



\ \" — 



<400> 7 

gtagtcaagg ctgtaatgat catc 



24 



/ 
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